Enhancement of the classification of multichannel chromosome images using support vector machines.
Color chromosome classification (karyotyping) allows simultaneous analysis of numerical and structural chromosome abnormalities. The success of the technique largely depends on the accuracy of pixel classification. In this paper we present a method for multichannel chromosome image classification based on support vector machines. First, the image is segmented using a multichannel watershed segmentation method. Classification of the pixels of the segmented regions using support vector machines is then employed. The method has been tested on images from normal cells, showing the improvement in classification accuracy by 10.16% when compared to a Bayesian classifier. The increased classification improves the reliability of the M-FISH imaging technique in identifying subtle and cryptic chromosomal abnormalities for cancer diagnosis and genetic disorders research.